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Abstract

Background The gut microbiota has been implicated in the onset and progression of Rheumatoid Arthritis (RA).

It has been proposed that gut dysbiosis impairs gut barrier function, leading to alterations in mucosal integrity

and immunity. This disruption allows bacterial translocation, contributing to the perpetuation of the inflammatory
process. Since diet is recognised as a key environmental factor influencing the gut microbiota, nutritional interven-
tions targeting RA activity are currently being explored. This study aims to investigate whether a dietary intervention
based on a typical Mediterranean Diet enriched with fermented foods (MedDiet+) can impact the gut microbiota,
intestinal permeability, and RA-related outcomes.

Methods One hundred RA patients are being recruited at Unidade Local de Saude (ULS) Santa Maria in Lisbon,
Portugal, and randomly assigned to either the intervention (MedDiet +) or the control group. The 12-week nutri-
tional intervention includes a personalised dietary plan following the MedDiet + pattern, along with educational
resources, food basket deliveries, and clinical culinary workshops, all developed and monitored weekly by registered
dietitians. The control group receives standardised general healthy diet recommendations at baseline. The interven-
tion’s effects will be assessed by evaluating disease activity, functional status, quality of life, intestinal permeability,
endotoxemia, inflammatory biomarkers, intestinal and oral microbiota, serum proteomics, and serum glycome profile
characterisation.

Discussion We anticipate obtaining integrative insights into the interplay between diet, the gut, and RA,

while also exploring the underlying mechanisms driving these changes. This study, conducted by a multidisciplinary
research team of registered dietitians, rheumatologists, biologists, and immunologists, aims to bridge the current gap
between nutrition-related knowledge and RA.

Trial registration Registered in ClinicalTrials.gov (NCT06758817; date of registry: January 6th 2025).
Keywords Mediterranean diet, Microbiota, Intestinal permeability, Endotoxemia, Rheumatoid arthritis
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Introduction

Rheumatoid Arthritis (RA) is a chronic immune-
mediated disease characterised by inflammation of
the synovial tissue of joints, which leads to progres-
sive destruction of cartilage and bone, and ultimately
impacts patients’ functional capacity and quality of life
[1, 2]. While genetic susceptibility is well-documented as
a contributing factor in RA development, environmental
factors are increasingly recognised to be involved in the
onset and progression of the disease [3].

An imbalance in the composition and function of the
gut microbiota, referred to as gut dysbiosis, has been
identified as a key modulator of immune responses and
an important factor in the development of immune-
mediated disorders [4, 5]. The mechanism whereby this
may occur is related to the influence of dysbiosis in dis-
rupting the integrity and function of the intestinal barrier,
as well as mucosal immunity [6, 7]. Increased intestinal
permeability facilitates translocation of bacteria and their
components, leading to endotoxemia, results in low-
grade systemic inflammation, increased inflammatory
biomarkers, and can thus contribute to the inflamma-
tory process [7, 8]. The increased inflammation may take
place not only at the epithelial level but also systemically,
affecting the joints and linking intestinal dysfunction and
rheumatic disorders [9]. Although dysbiosis and gut bar-
rier dysfunction have been described in RA [10, 11], the
specific ways in which diet could influence the relation-
ship between gut integrity and systemic inflammation in
RA remain to be fully elucidated.

Over the past few years, evidence has shown that
patients with RA exhibit significant changes in their
intestinal microbiota composition compared to healthy
controls, including a marked decrease in a-diversity [12].
In light of these findings, the therapeutic modulation of
the gut microbiota is being increasingly explored in RA,
with a particular interest in dietary interventions, as diet
is recognised as one of the main environmental factors
influencing intestinal microbiota [13]. Both microbial and
dietary metabolites have immunomodulatory properties
that might be beneficial and could help manage immune-
mediated and inflammatory disorders, including RA [14].
The relevance of whole dietary patterns, rather than indi-
vidual nutrients, is progressively being addressed in RA,
with an emphasis on the Mediterranean Diet (MedDiet)
[6, 15, 16]. In this context, our group has recently shown
that higher adherence to the MedDiet is associated with
lower disease activity, lower impact of disease, and lower
functional disability in RA patients [17].

It is also worth noting that the implications of
the microbiota in RA go beyond the gut. Perturbations
in oral microbiota have been found in individuals at high
risk for RA [18], and in patients already diagnosed with
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RA [19]. Of interest, epidemiological evidence has linked
periodontitis with RA, and it is hypothesised that certain
perioral bacteria may contribute to the shift from health
to disease by making post-translational modifications
of proteins, such as citrullination, and thus provoking
autoantibody production [20, 21]. In line with this, post-
translational modification by glycosylation of circulating
antibodies has been also described to precede the onset
of other immune-mediated diseases such Inflammatory
Bowel Disease [22]. This adds to the possible mecha-
nisms contributing to RA onset and may also play a role
in RA progression. Therefore, both oral and gut micro-
biota should be explored in integrative study designs.

Overall, when considering nutritional interventions in
RA, the promotion of a symbiotic microbiota and its con-
sequent influence on intestinal barrier integrity, endotox-
emia and inflammatory biomarkers represents a plausible
mechanism linking diet to improved clinical outcomes in
these patients. Accordingly, this trial has been designed
to investigate the triad of nutrition, intestinal microbiota,
and RA by assessing the effects of a nutritional inter-
vention specifically designed to enhance gut microbiota
diversity.

Methods

Study design, setting and aims

This is a single-centre randomised controlled trial, coor-
dinated and implemented at Faculdade de Medicina,
Universidade de Lisboa (FMUL), Gulbenkian Institute
for Molecular Medicine (GIMM) and Unidade Local
de Saude (ULS) Santa Maria, Centro Académico de
Medicina de Lisboa (CAML), Lisbon, Portugal. This trial
is registered in ClinicalTrials.gov (NCT06758817; date of
registry: January 6th 2025). This trial was approved by the
ethics committee of CAML (Ref. N°114/22).

We aim to investigate whether a nutritional interven-
tion based on a MedDiet enriched with fermented foods
(MedDiet+) may influence disease activity, functional
status, quality of life, intestinal permeability, endotox-
emia, inflammatory biomarkers, intestinal and oral
microbiota, serum proteomics and serum glycome.

The first participant was enrolled in July 2023, and
data collection is anticipated to conclude by the end of
2025. Currently, the effect of the MedDiet on the Disease
Activity Score in 28 joints (DAS28) of RA patients is not
yet known, making it unfeasible to conduct a formal sam-
ple size calculation. Considering the number of poten-
tially eligible RA patients treated at the Rheumatology
Department at ULS Santa Maria, our recruitment capac-
ity, available funding, and the size of recent published
studies in this area, a convenience sample of 100 partici-
pants will be recruited.
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Patients meeting eligibility criteria are randomly
assigned to the intervention MedDiet+ (n=50) or con-
trol (n=50) groups through an online block randomi-
sation generator. Due to the nature of the trial, the
participants and the registered dietitians responsible for
implementing the study are not blinded. However, the cli-
nicians evaluating the clinical outcome measures and the
researchers performing the laboratory tests are blinded.

Primary endpoint

+ Change of DAS28-ESR (Disease Activity Score in
28 joints calculated with erythrocyte sedimentation
rate) from baseline to 12 Weeks.

Secondary endpoints
« Proportion of patients achieving:

o European Alliance of Associations for Rheumatol-
ogy (EULAR) moderate or good response
o DAS28-ESR < 2.6

+ Change in DAS28-CRP (Disease Activity Score in 28
joints calculated with C-reactive protein)

+ Change on ultrasound score (32 joints scored 0-3 for
grey scale and power Doppler)

+ Proportion of patients who had a 10% improvement
in ultrasound score

+ Change in Short Form 36 Health Survey Question-
naire (SF36) results

+ Change in Health Assessment Questionnaire (HAQ)
results

+ Changes in a- and B- diversity of the gut and oral
microbiota

+ Changes in the relative abundance of Lactobacillus/
Limosilactobacillus and Bifidobacterium species in
the gut

+ Changes in butyrate-producing species in the gut
microbiota

« Changes in H2S-producing species in the gut micro-
biota

+ Change in the lactulose/mannitol ratio

+ Change in Endotoxemia measured by TLR4 activa-
tion in reporter cells

+ Change in inflammatory biomarkers (C-Reactive
Protein, CPR; Erythrocyte sedimentation rate, ESR,
faecal calprotectin)

+ Change in serum soluble CD14 (CD14s), lipopoly-
saccharide-binding protein (LBP), and intestinal fatty
acid binding protein levels (IFABP)
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+ Change in lipid profile (Triglycerides, Total Choles-
terol, HDL and LDL Cholesterol)

+ Change in body composition (Fat Mass, Fat-Free
Mass, Total Body Water and Body Cell Mass)

o Change in anthropometric measurements (body
mass index, BMI, and waist circumference)

We will also analyse zonulin levels, serum proteomics,
and serum glycomics.

Recruitment and eligibility criteria

RA patients diagnosed according to the ACR/
EULAR2010 criteria [23], aged 18 years old or older, are
invited to participate in this study if eligibility criteria
are met at their regular follow-up RA consultations. All
participants sign a written informed consent form before
any study procedures. Our inclusion criteria are diagno-
sis duration of at least one year, active disease (DAS28-
ESR > 2.6 units), stable medication for at least 12 weeks
prior to the baseline assessment (including intra-articular
steroid injections), and a low or medium adherence to the
MedDiet (defined as a score of <10 points in the 14-item
tool by the PREvenciéon com Dleta MEDiterrdnea trial,
PREDIMED). Patients requiring therapeutic adjust-
ments and/or intra-articular steroid injections during the
trial are excluded. Our exclusion criteria are: antibiotic
therapy within 4 weeks before enrolment; prednisolone
dose>7.5 mg/day; persistent use of non-steroidal anti-
inflammatory drugs: diagnosis of inflammatory or irri-
table bowel disease, celiac disease, chronic diarrhoea;
diagnosis of other immune-mediated or inflammatory
diseases; major organ dysfunction; cancer diagnosed in
the last five years; presence of health conditions which
may impair the ability to consent to study participation
(cognitive impairment/psychiatric disease). Regarding
the use of antibiotics, although a general recommenda-
tion for a washout period is challenging to define, accord-
ing to literature, a minimum of 4 weeks since cessation of
antibiotics is recommended [24] and is considered in this
trial. The overall diagram flow of the study is shown in
the SPIRIT figure illustrated in Fig. 1. The SPIRIT check-
list is provided as supplementary material.

Interventions and comparators
MedDiet + group
The intervention is carried out for 12 weeks at ULS Santa
Maria and includes an educational-based nutritional
intervention with a structured nutrition plan prescribed
by registered dietitians, educational food baskets, educa-
tional digital content, and clinical culinary workshops.

At baseline, a personalised nutritional plan is elabo-
rated for each participant, and its implementation is
closely monitored through weekly follow-up calls and
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STUDY PERIOD
Enrolment | Allocation Post-allocation
Timepoint Baseline | 4" week | 8" week | 12" week
ENROLMENT:
Eligibility screen X
Informed consent X
Allocation X

INTERVENTIONS:
MedDiet+ (dietary intervention for R .
12 weeks) - -

Control (general healthy eating X

advice)

ASSESSMENTS:
Sociodemographic and lifestyle X X
Nutritional assessment X X* X* X
Clinical assessment X X
Oral and intestinal microbiota X X
Serum lipid profile X X
Inflammation biomarkers X X
Intestinal permeability biomarkers X X
Lactulose/mannitol test X X
Endotoxemia: LPS biological activity X X
Proteomics X X
Serum glycome X X

Fig. 1 SPIRIT figure with standard protocol items of the TASTY trial. The SPRIT figure illustrates key components of the TASTY trial protocol and data
collection time points from enrolment to the end of the 12 weeks. Abbreviations: Lipopolysaccharides (LPS). *Only in the MedDiet + Group

monthly face-to-face appointments to fully involve par-
ticipants and minimise dropout rates. To define an
adjusted nutritional plan, nutritional requirements are
individually assessed considering the patients’ nutritional
status and physical activity level. Energy, as well as pro-
tein, carbohydrate, and lipid requirements are calculated
in agreement with the European Food Safety Authority
(EFSA) dietary reference values [25]. The nutritional plan
includes the number of food portions of each food group
that participants must consume, in agreement with the
MedDiet recommendations for the adult population
[26]. To complement the traditional MedDiet, additional
advice is provided to promote the consumption of spe-
cific fermented foods that potentially contain probiotic
microorganisms, vitamins and bioactive compounds,
such as fermented beverages, including kefir (provided
for daily consumption) and kombucha (provided for con-
sumption 2x/week). Foods with anti-inflammatory prop-
erties are also recommended, including sources of n-3
polyunsaturated fatty acids (PUFAs), such as oily fish,
nuts and seeds, and a high amount of extra-virgin olive
oil. The intake of vitamins, carotenoids, and phenolic

compounds is promoted by the consumption of a wide
variety of fruits, vegetables, legumes, whole grains, nuts
and seeds, tea and infusions, herbs and spices, and extra-
virgin olive oil. The nutritional plan can be adjusted if
patients report issues with the consumption of specific
foods.

Educational food baskets are delivered weekly with
different typical ingredients of the MedDiet+ pattern
to encourage their inclusion in the patients’ daily meals.
This strategy ensures that every participant receives the
same resources to meet the nutritional recommenda-
tions. We have secured a partnership agreement with a
supermarket chain to overtake logistic aspects. Ingre-
dients such as extra virgin olive oil, whole grains (whole
grain bread, rice and pasta, oats), fresh fruits and veg-
etables, legumes, nuts and seeds, canned sardines and
mackerels, herbs and spices, plain yoghurt, kefir, and
kombucha are being provided.

Educational content consists of video recordings and
two recipe books to share new ideas for cooking reci-
pes, as well as educational and useful content to help
participants meet the nutritional recommendations. It
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intends to empower patients with knowledge of differ-
ent dishes and cooking methods to promote the inclu-
sion of the foods provided in the food baskets. Recipes
for other fermented foods, such as sauerkraut and sour-
dough bread are also included in the educational content.
Finally, access to an online clinical culinary workshop is
provided. The clinical culinary workshop allows for the
application of the provided nutritional knowledge into
culinary preparations through the demonstration of reci-
pes and culinary methods.

Control group

At baseline, the control group receives a flyer with gen-
eral recommendations on a healthy diet, based on the
Portuguese brief guidance for healthy eating in primary
health care [27]. No food baskets or any of the nutritional
education strategies are implemented. To promote study
adherence, a shopping voucher is given to each partici-
pant at the end of the trial. This comparator was cho-
sen to reflect the standard care that could be given by
clinicians.

Data collection

Sociodemographic and lifestyle data

The participants’ relevant clinical history is collected
from their electronic hospital records (disease duration,
current medication, and comorbidities). A structured
questionnaire was developed to collect patients’ age, sex,
educational level, menopausal status, smoking status, and
family history of rheumatic diseases.

Nutritional assessment

Nutritional assessment encompasses four components:
nutritional intake, dietary pattern characterisation, body
composition analysis, and anthropometric measure-
ments. Nutritional intake is assessed by a 24-h dietary
recall (24 h Recall), one of the most widely used tools in
nutrition surveys to obtain detailed information about
all food and beverages consumed in the past 24 h. A
quantitative assessment with portion size quantifica-
tion is included to provide a more comprehensive and
detailed report. Adherence to the MedDiet is assessed
with the Portuguese version [28] of the 14-Item Mediter-
ranean Diet Assessment Tool developed by PREDIMED
study authors [29, 30], in which a maximum score of 14
points can be achieved, being a strong adherence defined
by a score>10 points. Anthropometric measurements
(height, weight, and waist circumference) are performed
by registered dietitians. BMI is calculated as weight/
height squared (kg/m?) and bioelectrical impedance
analysis (BIA) is performed to analyse body composition
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(Fat Mass, Fat-Free Mass, Total Body Water and Body
Cell Mass). Nutritional assessment is performed at base-
line and at the end of the trial for both groups and every
month (baseline, 4th, 8th and 12th weeks) for the inter-
vention group.

Clinical outcome measures

The DAS28-ESR and articular ultrasound examination
of 28 joints are performed to assess disease activity. The
DAS28 is the most widely used scoring system to deter-
mine disease activity in patients with RA [31, 32] consid-
ering the following items: number of tender and swollen
joints in 28 joints (shoulders, elbows, wrists, metacar-
pophalangeal joints, hand proximal interphalangeal joints
and knees); ESR (mm/hr), and a patient global health
assessment based on a visual analogue scale (VAS-GH,
range, 0—100). The DAS28-CRP is also being assessed as
a secondary outcome measure. It encompasses the same
items as the DAS28-ESR but substitutes the ESR with
CRP in the formula.

Articular ultrasound examination is performed using a
GE Logiq E9 equipment with a 6-15 MHz matrix linear
probe. Doppler ultrasound (DUS) is used to assess the
vascularisation of the synovial tissue. Ultrasound proce-
dures and grey scale ultrasound (GSUS) and DUS grad-
ing are based on EULAR-OMERACT consensus [33—35].
The Doppler parameters are adjusted at the maximum
sensitivity for slow flow (pulse repetition frequency of
0.4 kHz, lowest wall filter on 45 Hz, and 7.5 MHz Dop-
pler frequency) with Doppler gain just below the noise
level. In all patients, the wrists, metacarpophalangeal
joints, and proximal interphalangeal joints are examined
with ultrasound. Examinations are performed using a
standardised dorsal and dorso-lateral scans. Erosions are
also evaluated by GSUS as defined by the OMERACT
consensus [36] and a semiquantitative score is used to
evaluate ultrasound detected erosions [37].

As for patient-reported outcomes, functional sta-
tus and quality of life are evaluated using the HAQ [38]
and SF-36 short form [39] questionnaires, respectively.
The HAQ assesses functional status through a disability
index, and patient global and pain visual analogue scales
[38]. The SF-36 includes a multi-item scale that assesses
various health concepts such as limitations in physical
activities related to health problems, limitations in social
activities related to physical/emotional problems, limita-
tions in day-to-day activities due to physical health prob-
lems, pain, mental health, limitations in the day-to-day
activities because of emotional problems, vitality, and
general health perceptions [39]. Clinical assessments are
performed at baseline and after 12 weeks in both groups.
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Oral and Intestinal Microbiota
Saliva samples are collected with a saliva collection kit
while the faeces are self-collected by the participants with
the OMNIgene GUT kit. Samples are processed accord-
ing to the standard operating procedure, which defines
biological samples’ handling, processing, and freezing
protocols to be preserved at the Biobank-GIMM, CAML.
For cell lysis, three bead beating cycles, in a total of
3 min of bead beating are included. We use the Ruptor
Elite (OMNI International) with the following condi-
tions: 1 min on at 6 m/s followed by 5 min rest. The bac-
terial DNA is extracted with the QIAamp PowerFecal Pro
DNA Kit (Qiagen). Shotgun metagenomics sequencing
will be performed, generating >3 million reads per sam-
ple. The sequencing data resulting from the feces samples
will be processed using the bioinformatics pipeline from
the Microbiome in Health and Disease Translational
Laboratory (GIMM), which includes quality filtering
to remove low-quality reads and sequencing artefacts,
removal of host DNA reads by mapping to the human
genome (GRCh38), and elimination of optical duplicates.
To perform taxonomic classification, a combination of
k-mer and mapping approaches to a custom-developed
reference database will be used, which includes a curated
collection of bacterial and fungal genomes from publicly
available databases (GTDB, UHGG). Similarly, for func-
tional classification, a combination of k-mer and mapping
approaches to publicly available functional databases
such as Uniprot, KEGG, CAZy, and others will be used.

Lipid profile, inflammation and intestinal permeability
biomarkers

Blood tests are performed to determine the serum lev-
els of the lipid profile biomarkers (Triglycerides, Total
Cholesterol, HDL and LDL Cholesterol) by standard
operating procedures, as well as the serum levels of
inflammatory and disease activity biomarkers (CRP and
ESR). Although this study protocol encompasses the
DAS28-ESR as a primary outcome, the serum CRP levels
are also evaluated due to its high sensitivity for evaluat-
ing short-term inflammation [40]. Faecal calprotectin,
an established marker of gut inflammation, is being ana-
lysed by a particle-enhanced turbidimetric immunoassay
(CALiaGold® test).

Serum IFABP, lipopolysaccharide-binding protein
(LBP) and sCD14 will be evaluated by Enzyme-Linked
Immunosorbent Assay (ELISA), once data collection is
completed. IFABP actively participates in dietary lipid
metabolism by mediating fat absorption through bind-
ing and intracellular trafficking of free long-chain fatty
acids [41]. Increased serum levels of IFABP, which is also
a specific biomarker of gut epithelial integrity, have been
shown in RA patients [42]. LBP, an acute-phase protein
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that carries the ability to bind to LPS [43], has been rec-
ognised as a sensitive serum biomarker for RA disease
activity, as it significantly correlated with ESR, CRP, ten-
der joint counts, swollen joint counts and DAS28 [44].
CD14s is also an acute phase protein whose hepatic pro-
duction is increased in response to interleukin (IL)—6 in
the setting of inflammation. CD14 stimulates the pro-
duction of other pro-inflammatory cytokines, includ-
ing IL-6, in an amplification loop that participates in
RA pathogenesis [45]. Furthermore, CD14s has been
shown to be increased in RA patients and correlate with
DAS28 score and response to treatment [46]. These bio-
markers, IFABP (serum diluted 1:4), LBP (serum diluted
1:500), and CD14s (serum diluted 1:15), will be meas-
ured from patient serum by sandwich ELISA (LBP cat.
DY870; FABP2 cat. DY3078; CD14 cat. DY883; R&D
Systems, USA), following the manufacturer instructions.
Horseradish peroxidase conjugate will be detected with
enhanced chemiluminescence substrate (cat. 32,106,
Pierce, USA) and measured with a microplate reader
(BMG Pherastar FS, BMG LABTECH, Germany).

Zonulin, a strong modulator of intestinal intercel-
lular tight junctions, is recognised to play a role in the
translocation of macromolecules and, consequently, in
the tolerance/immune response balance [47]. Higher
serum zonulin levels were shown to be accompanied by
increased intestinal permeability and, in turn, the disrup-
tion of the intestinal barrier function has been proven
to occur before the onset of the inflammatory phase of
murine and human arthritis [48]. Zonulin (serum diluted
1:10) will be measured from patient serum by sandwich
enzyme-linked immunosorbent assay (ELISA) (cat. E-EL-
H5560, Elabscience, USA), according to the manufacturer
instructions. Optical density will be measured with the
microplate reader (BMG Pherastar FS, BMG LABTECH,
Germany) set to read the absorbance at 450 nm with a
wavelength correction set at 540 nm.

All ELISA assays will be performed in High-Through-
put Screening (HTS) mode with reagent and liquid dis-
pensing by the dispenser (CERTUS FLEX Fritz Gyger
AG, Germany), serum sample dispensing by dispenser
(ECHO 650, Labcyte, US) or manually, and washes by
plater washer (EL406, Agilent BioTek, USA). These assays
will be performed at the Finnish Institute for Molecular
Medicine Finland (FIMM) High Throughput Biomedi-
cine unit.

Intestinal permeability: lactulose/mannitol test

Intestinal Permeability is assessed through the lactulose/
mannitol (Lac/Man) test, a gold standard for functional
measurement of intestinal permeability in humans.
Specific dietary recommendations for the 24 h before
the test are provided to standardise conditions across
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participants and reduce variability in results. Although
there is no consensus for dietary restrictions in this test,
patients are advised to avoid some foods and beverages
potentially containing lactulose and/or mannitol [49-51],
such as dairy products, sweet potato, mushrooms, cau-
liflower, butternut squash, celery, peas, green beans,
chicory, fennel, kimchi, sauerkraut, peach, watermelon,
gelatin, gummies, candies, chewing gum, sauces, ‘diet’
and ‘light’ food products, artificial sweeteners, dietary
supplements, soft drinks, and flavoured and alcoholic
beverages.

After an overnight fast (>8 h), patients are given a
solution containing 5 g of lactulose and 1 g of mannitol
and are encouraged to drink 1.5 L of water for 4 h and
collect all the urine produced during that time. Lactu-
lose and mannitol concentrations are determined by
ultra-performance liquid chromatography-tandem mass
spectrometry (UPLC-MS/MS). The lactulose and man-
nitol quantification is performed at Instituto Nacional
de Satde Dr. Ricardo Jorge in Lisbon, Portugal. UPLC-
MS/MS and mass spectrometer conditions are further
detailed in the supplementary material.

Endotoxemia: LPS biological activity

Toll-like receptor 4 (TLR 4) activation reflecting LPS
bioactivity will be measured, when recruitment has fin-
ished and all samples have been collected, with HEK-Blue
hTLR4 reporter cells (InvivoGen) engineered to pro-
duce secreted alkaline phosphatase in response to TLR4
stimulation. The method has been established and vali-
dated for cell-based High Throughput Screening, making
it appropriate for population cohort sample screening
[52]. Briefly, 70,000 cells/well will be seeded on a 384-
well plate with 25 pl of cell culture media. Serum sam-
ples (2.5ul) will be added in duplicates to wells to obtain
a final working concentration of 1% (v/v) per well. To
determine whether TLR4 activation is due to LPS, we will
add another set of sample duplicates with 0.1 mg/ml of
polymyxin B (InvivoGen), an LPS inhibitor. Human AB
serum 1% (v/v, Sigma-Aldrich) will serve as a negative
control. A set of standard dilutions will be created with
LPS-B5 Ultrapure from Eschericia coli O55:B5 (Invivo-
Gen) diluted in endotoxin-free water with 1% Human
AB serum. After incubation at 37° C for 24 h, we will add
10ul/well SEAP substrate QUANTI-BlueTM Solution
(InvivoGen). Following a 6 h incubation at 37 °C, absorb-
ance will be measured with a microplate reader (BMG
Pherastar FS, BMG LABTECH, Germany). TLR4 activa-
tion due to LPS will be then determined by subtracting
the activity remaining in the presence of polymyxin B
from the total TLR4 activation measured. A linear stand-
ard curve will be plotted. The LPS biological activity will
be performed at the Helsinki University (Finland).
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Proteomics

Nowadays, various proteomic techniques are being
applied to different biological samples, from both RA
patients and experimental animal models, showing prom-
ise in identifying novel biomarkers and treatment targets
[53]. In our trial, once all samples have been collected,
blood serum samples will be studied through micro-liq-
uid chromatography-mass spectrometry (micro-LC-MS/
MS) using a hybrid quadrupole TripleTOF 6600 (Sciex,
CA, USA). The proteomes will be identified through the
qualitative shotgun data-dependent acquisition (DDA)
method [54, 55], and protein levels will be measured
through the quantitative sequential window acquisition
of all theoretical mass spectra (SWATH) methods. A 5%
false discovery rate (FDR) and a p-value<0.05 will be
used to filter the dataset. FunRich software 3.1.3 will be
used to determine proteome enrichment.

Serum Glycome characterisation
When patient recruitment has been concluded, serum
will be processed and ultra high performance liquid chro-
matography (UHPLC) analysis will be performed using
hydrophilic interaction liquid chromatography (HILIC)
chromatography coupled with fluorescence detection
and online electrospray MS for total serum glycome
characterisation. From this analysis we will be able to
identify unique signatures related with plasma proteins
N-glycans alterations that can be associated with die-
tary intervention. Then, and given the fact that Fc gly-
cosylation of IgG/IgA is a key factor for the definition
of effector (inflammatory) function of IgG/IgA, we will
characterise the antibody specific Fc glycosylation of IgG/
IgA at the different time points before and after dietary
intervention, by advanced glycoproteomics nano-liquid
chromatography-electrospray ionization-tandem mass
spectrometry (nanoLC-ESI-MS). The structural charac-
terisation of the IgG Fc-N-glycans in terms of composi-
tion and abundance will be performed by advanced liquid
chromatography coupled to mass spectrometry), that
enables high-throughput analysis of IgG Fc-glycans in a
subclass-specific manner.

Figure 2 resumes all variables collected during the
study timeframe.

Data management and statistical analysis

Collected data files in paper format are being securely
stored in locked filing cabinets within the Nutrition Lab,
FMUL, CAML, accessible only to authorized team mem-
bers. All recorded data and collected samples are coded,
and analysis will be performed anonymously. Only mem-
bers of the research team will have access to data and
samples. FMUL has the property of the resulting data and
the right to disclose the results as merged data analysis.
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INTERVENTION GROUP (MedDiet+)

[DAS28-ESR ][ Doppler ultrasound scores |
| DAS28-CRP || SF36 I[ HAQ |
|__Gut microbiota || Oral microbiota |
[Lactulose/Mannitol test || CD14s |[ I-FABP |
|_Zonulin | LPS ][_Feacal calprotectin ]
| Serum proteomics |_CRP__|[ ESR ]
| Serum glycomics ] [_Lipid profile ]

| DAS28-ESR || Doppler ultrasound scores |
|.DAS28-CRP | | SF36 | HAQ |
|_Gut microbiota || Oral microbiota |

[ Lactulose/Mannitol test ][ CD14s ][ I-FABP |
[Zonulin_| l_LP_LlI_&ﬁL@]nmmu

|__Serum proteomics | J[ESR_]
| Serum glycomics |[ L|p|d profile ]

| 24H food recall |

[[24H food recall ][ PREDIMED questionnaire |

|_24H food recall || PREDIMED guestionnaire |

[ Anthropometry  |[ Body composition I Anthropometry ” Body composition I |___Anthropometry [ Body composition |
BASELINE* 4™ g 8TH WEEKS 12™ WEEK
| DAS28-ESR ||  Doppler ultrasound scores | | DAS28-ESR || Doppler ultrasound scores |
| DAS28-CRP || SF36 | HAQ | | DAS28-CRP || SF36 | HAQ |
|__Gut microbiota || Oral microbiota | |__Gut microbiota || Oral microbiota |
[actulose/Mannitol test ] [CD14s | [I-FABP_] [ Lactulose/Mannitol test | [ CD14s ][ I-FABP_|
[ Zonulin J[_TPS ][ Feacal calprotectin | [ Zonulin |[_TPS ][ Feacal calorotectin ]
[ Serum proteomics |l_CRP_|[ ESR ] | Serum proteomics ]|_CRP_|[ ESR ]
| Serum glycomics ) [_Lipid profile | | Serum glycomics ] [_Lipid profile |
|L_24H food recall | PREDIMED guestionnaire | |L_24H food recall || PREDIMED guestionnaire |
| Anthropometry  |[Body composition | | Anthropometry  |[Body composition |
CONTROL GROUP

Fig. 2 - Overview of the data collection throughout the trial. Visual representation of the specific variables to be collected in each phase

of the study, which are identical at baseline and at the end of the trial (12th week) for both groups. Only the intervention group (MedDiet +)

has in-person follow-up consultations with nutritional assessment at 4th and 8th weeks. *Sociodemographic and lifestyle data are also collected
at baseline. Abbreviations: CRP: C-reactive protein; DAS28: Disease Activity Score using 28 joint counts; ESR: Erythrocyte sedimentation rate;
HAQ: Health Assessment Questionnaire; I-FABP: Intestinal-fatty acid binding protein; LPS: Lipopolysaccharides; PREDIMED: Prevencion con Dieta

Mediterranea; SF36: 36-Item Short Form Health Survey

The Nutrition Lab of FMUL will have access to the final
trial dataset and will be responsible for storing conserved
data for five years after the last publication.

Statistical analysis will be conducted using SPSS
(SPSS® Inc., Chicago, IL) version 28.0 or a subsequent
updated version. The Normal data distribution will be
verified using the Kolmogorov—Smirnov tests, consider-
ing the sample size. Depending on the normality of the
data, parametric or non-parametric tests will be used. A
p-value of less than 0.05 will be considered statistically
significant. Descriptive statistics will be used to describe
all variables, both by groups (intervention vs. control)
and by timing (baseline and final visits). Characteristics
between groups at baseline will be compared to iden-
tify significant differences that may confound results. To
access differences between the baseline and the end of
the intervention (paired sample test) as well as between
groups (independent samples test), the student’s T-Test
or its non-parametric equivalent will be used. Multi-
ple regression analysis will be conducted to address

the influence of baseline characteristics. An analysis of
covariance (ANCOVA) will be carried out when baseline
differences need to be controlled, being the group (inter-
vention/control) the independent variable, and the covar-
iates the baseline characteristics and demographic data.
To test how the MedDiet+ pattern influences the study
endpoints, a multivariate analysis of covariance (MAN-
COVA) will be conducted to assess group differences
with multiple dependent variables and adjusting for con-
founding factors. The existence of a control group allows
for statistical comparisons between groups and ensures
the true effectiveness of the MedDiet+when adjusting
for potential confounders.

Discussion

Treat-to-target strategies have undoubtedly changed
the paradigm of RA disease control and progression,
significantly improving patient-related outcomes. How-
ever, despite the success of these novel treatment strat-
egies, there are still important unmet needs for more
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effective treatment of RA. As full remission is challeng-
ing to achieve and sustain, both patients and clinicians
are continuously looking for adjuvant therapies that may
contribute to improving patients’ overall well-being and
quality of life. This study aims to investigate whether a
nutritional intervention based on a MedDiet style pat-
tern, enriched with fermented foods, can modulate the
gut microbiota and, as a result, influence disease activity
and inflammatory biomarkers. With this approach, we
expect to obtain a synergistic benefit from the various
dietary elements, with a potential impact on both micro-
biota modulation and RA disease activity.

Over the last few years, intestinal barrier dysfunction
has been implicated as a relevant player in the patho-
physiology of arthritis [42, 56]. Notably, the disruption of
the gut integrity was shown to be reversible in RA [10],
as effective biological disease-modifying antirheumatic
drugs (b(DMARDs) were shown to decrease gut perme-
ability biomarkers. In fact, RA patients exhibited altered
colonic tight junction proteins, as well as increased
serum biomarkers of intestinal permeability [10]. A clini-
cal response to bDMARD:s in these patients correlated
with a decrease in gut permeability markers [10]. These
findings pave the way for the rationale that enhancing the
gut barrier function may be a valuable mechanism for
managing RA. The gut microbiota plays a crucial role in
maintaining gut barrier integrity, as gut microbial metab-
olites, produced close to the gut epithelium, exert effects
on both gut barrier function and immune responses [57].
Since the impairment of gut barrier function seems to be
driven by dysbiosis [58, 59], interventions targeting the
gut microbiota are of particular interest.

Several trials have shown that the MedDiet can posi-
tively influence gut microbiota composition [60-62].
For instance, Meslier et al. [60] found that a MedDiet
intervention resulted in microbiome changes, includ-
ing increased gene richness in individuals who achieved
reduced systemic inflammation over the intervention
(evaluated by serum high sensitivity CRP). A rise in
the fibre-degrading Faecalibacterium prausnitzii, and
a decrease in the potentially proinflammatory Rumi-
nococcus gnavus were also observed [60]. Additionally,
according to results by Ghosh et al. [61], adherence to
the MedDiet was associated with an increased abun-
dance of specific taxa. which negatively correlated with
inflammatory markers, including CRP and IL-17 [61]. Of
interest, the operational taxonomic units that showed a
positive increase in the intervention cohort of this trial
(compared with the nonintervention group) included
species like Faecalibacterium prausnitzii, Eubacterium
and Roseburia [61]. In the TASTY trial, enriching the
traditional MedDiet with fermented foods is expected to
further enhance gut microbiota modulation and diversity.
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On this subject, probiotics have also shown some degree
of benefit in both animal models of arthritis and human
studies, and fermented foods and beverages are high-
lighted as possible alternatives to probiotic supplements
[63]. As for intestinal inflammation and permeability bio-
markers, increased adherence to the MedDiet has been
associated with a reduction in faecal calprotectin levels in
healthy subjects [64] and a decrease in serum zonulin and
endotoxin levels, along with other biomarkers of oxida-
tive stress and inflammation, in patients with non-alco-
holic fatty liver disease [65]. In RA, a systematic review
of human prospective studies reported beneficial effects
of the MedDiet in reducing pain and improving patients’
physical function [66].

Although both intestinal and oral microbiota appear
to be disturbed in RA patients, they seem to exhibit dis-
tinct behaviours. A systematic review [67] reported that
the a-diversity of the microbiota was either decreased
or unchanged in the gut of RA patients but increased
or unchanged in the oral cavity. As oral and intestinal
microbiota seem to follow distinct patterns, it is impor-
tant to access both. Recent trials have shown relevant
associations between what we eat and oral microbiota
composition. Using 16S rRNA amplification sequencing,
associations were found in specific nutrient intake with
oral microbial community diversity and richness [68].
Furthermore, a recent systematic review reported that
sugar-rich diets have a significantly unfavorable effect
on the diversity and balance of the oral microbiota [69].
Interestingly, following the MedDiet has been shown to
reduce levels of periodontopathogenic bacteria in saliva
and, thus, may be a promising dietary strategy for main-
taining oral homeostasis [70]. Even though oral dysbiosis
is gaining more attention in RA research, the effects of a
nutritional intervention on its modulation remain largely
unknown.

The MedDiet is also recognised for its anti-inflamma-
tory and antioxidant properties, attributed to specific
components, including vitamins, carotenoids, and phe-
nolic compounds [71]. This dietary pattern also promotes
a high intake of foods rich in PUFAs, which promote a
balanced n-6:n-3 fatty acid ratio, and a high intake of
extra-virgin olive oil, which is rich in monounsaturated
fatty acids (MUFAs), influencing the expression of pro-
inflammatory genes, and the activity of immune cells
[71]. Another relevant characteristic of the MedDiet is
its richness in dietary fibre, which enhances microbial
fermentation and the production of active metabolites
such as Short Chain Fatty Acids (SCFA) in the gut, posi-
tively impacting intestinal function and integrity [16, 72].
On this subject, butyrate has been shown to significantly
reduce bacterial translocation in the gut, underlining the
relevance of a symbiotic microbiota in maintaining the
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epithelial barrier function [73]. In individuals at increased
risk of RA, higher serum levels of SCFA, particularly
butyrate and acetate, were shown to be associated with
nonprogression to arthritis [74]. Overall, the produc-
tion of SCFA is among the possible pathways linking gut
microbiota dysbiosis with RA progression, together with
other microbiome-derived metabolites, molecular mim-
icry, microbiome-induced intestinal immune responses,
and intestinal epithelial cell autophagy [75]. Collectively,
these dietary compounds are expected to synergistically
contribute to the effects of the nutritional intervention.

The TASTY trial stands out for its innovative inter-
vention, combining a well-established health-promoting
dietary pattern with specific components designed to
promote beneficial microbiota modulation. This trial
also includes a dynamic set of educational resources to
improve literacy, compliance, and empower participants
to make better food choices. Another differentiating
characteristic of the TASTY trial is its extensive data col-
lection and comprehensive biomarker analysis.

Another strength of the TASTY study design is that the
dietary intervention goes beyond merely providing a die-
tary plan, addressing a key limitation in previous dietary
trials: participants’ difficulty in adhering to recommenda-
tions. Several nutritional education strategies are imple-
mented based on the "Clinical Culinary" concept to ease
the process of changing eating habits and maximise the
effects of the nutritional intervention. Clinical Culinary
is a new, evidence-based component of clinical care that
incorporates knowledge of nutrition science, including
food and cooking, into current medical disease preven-
tion and treatment [76]. The main goal of this approach
is to create a positive behavioural change by equipping
patients with the knowledge and practical skills needed
to improve their health. The systematic delivery of food
baskets will also help ensure standardised access to the
recommended foods, which is crucial to make sure par-
ticipants from different financial backgrounds have the
means to successfully implement the nutritional inter-
vention. Additionally, the content of the food baskets
provided to participants will carefully be selected by the
registered dietitians according to the MedDiet princi-
ples, meaning that minimally processed foods will be
chosen. For instance, plain yoghurt will be provided to
minimise participants’ consumption of food additives,
such as artificial sweeteners, due to their reported effects
on gut microbiota [77]. This trial will also allow us to
address if significant differences in dietary intake and
clinical outcomes may be achieved by standard care that
could be given by clinicians (control group) and to which
degree a structured nutritional plan developed by regis-
tered dietitians (MedDiet+) implies additional benefits.
Weaknesses of this trial include the inability to observe
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long-term effects beyond the intervention period and the
reliance on self-reported food intake, which is suscepti-
ble to inaccuracies. However, the close follow-up during
the intervention period, along with the educational and
patient empowerment strategies, were designed to miti-
gate these limitations. Regarding eligibility criteria, the
exclusion of antibiotics for only four weeks before base-
line may represent an additional limitation, as different
treatment schemes can impact gut microbiota in distinct
ways. The class of antibiotics, the dosage, the route of
administration, and the characteristics of the individual
are some of the reported mechanisms that justify the var-
ying disturbance caused by antibiotics in the microbial
communities of the gut [78].

We believe that the results of this trial will contribute
to identifying potential targets for both therapeutic and
preventive approaches in RA, due to the deep exploration
of inflammation and mucosal microbial sites. The exten-
sive data collection may contribute to the development of
personalised treatments and change the paradigm of RA
treatment. Our study has the potential to provide novel
strategies to control RA activity. The results of this trial
can contribute to establish strong scientific foundations
for the use of diet interventions as an adjuvant therapy in
RA, as a means to intercept the perpetuation of inflam-
mation, prevent disease progression and irreversible
damage that deteriorates patients’ quality of life, which is
particularly important in life-long conditions like RA.

Conclusion

The TASTY trial aims to bridge the existing gap between
nutrition-related knowledge and disease pathogenesis
and activity in RA. A multidisciplinary research team
was established, including registered dietitians, rheuma-
tologists, biologists, and immunologists to evaluate this
nutritional therapy’s impact on intestinal function and
overall RA disease activity.

Abbreviations

bDMARDs Biological disease-modifying antirheumatic drugs

BMI Body mass index

CAML Centro Académico de Medicina de Lisboa

CRP C-Reactive Protein

DDA Data-dependent acquisition

DAS28 Disease Activity Score using 28 joint counts

DAS28-CRP Disease Activity Score in 28 joints calculated with C-reac-
tive protein

DAS28-ESR Disease Activity Score in 28 joints calculated with erythro-
cyte sedimentation rate

DUS Doppler ultrasound

ELISA Enzyme-Linked Immunosorbent Assay

ESR Erythrocyte sedimentation rate

EFSA European Food Safety Authority

FMUL Faculdade de Medicina, Universidade de Lisboa

FIMM Finnish Institute for Molecular Medicine Finland

GSUS Grey scale ultrasound

GIMM Gulbenkian Institute for Molecular Medicine

HAQ Health Assessment Questionnaire



Charneca et al. Nutrition Journal

(2025) 24:52

IFABP Intestinal fatty acid binding protein levels

IL Interleukin

Lac/Man Lactulose/mannitol

LBP Lipopolysaccharide-binding protein

LPS Lipopolysaccharides

MedDiet Mediterranean Diet

MedDiet + Mediterranean Diet enriched with fermented foods

micro-LC-MS/MS  Micro-liquid chromatography-mass spectrometry

Nano-LC-MS Nano-liquid chromatography-electrospray ionization-
tandem mass spectrometry

PUFAs Polyunsaturated fatty acids

PREDIMED PREvencion con Dleta MEDiterranea

RA Rheumatoid Arthritis

CD14s Serum soluble CD14

SCFA Short Chain Fatty Acids

SF36 Short Form 36 Health Survey Questionnaire

SWATH Sequential window acquisition of all theoretical mass
spectra

TLR4 Toll-like receptor 4

UPLC-MS/MS Ultra-performance liquid chromatography-tandem mass
spectrometry

uLS Unidade Local de Saude

VAS Visual analogue scale

Supplementary Information

The online version contains supplementary material available at https://doi.
0rg/10.1186/512937-025-01089-6.

[ Supplementary Material 1. }

Acknowledgements

The authors wish to express their gratitude to all professionals of the Rheuma-
tology Department at ULS Santa Maria, particularly Dr. Augusto Silva, Professor
Cristina Ponte, Dr. Fernando Saraiva, Dr. Filipa Marques Costa, Professor Filipa
Ramos, Dr. Manuel Silvério Anténio, Dr. Matilde Bandeira, Dr. Margarida

Rocha, Dr. Maria Jodo Saavedra, Dr. Rita Barros, Dr. Roberto Costa, and Dr.

Sofia Barreira, for supporting the study and for their contribution in patient’s
recruitment. The research team also wants to thank Biobank-GIMM, where all
the collected biological samples will be preserved. We also acknowledge the
personnel at the FIMM High Throughput Biomedicine Unit, which are hosted
by the University of Helsinki and supported by HiLIFE and Biocenter Finland,
for their expert technical assistance.

Authors’ contributions

SC, AH and IAC drafted the article. CSG, JEF, PCR, JPP, AV, ASA, CM, GB, KKE, SSP,
AAP, RG, FC and DM contributed to the methodological aspects of the trial’s
implementation and/or will be involved in biomarker analysis. CSG, JS, JPP, PCR
and JEF participated in the conceptualization and design of the study, and
critically revised the manuscript. All authors made meaningful contributions
and approved the final format.

Funding

Open Access funding provided by University of Helsinki (including Helsinki
University Central Hospital). This project has received funding from the
European Union’s Horizon Europe research and innovation programme under
grant agreement No 101095084 (primary sponsor; contact information of

the ENDOTARGET Project Coordinator: kari.eklund@hus.fi). This work was also
supported by the Swiss State Secretariat for Education, Research and Innova-
tion (SERI) under contract number 22.00462 and Fundacéo para a Ciéncia e a
Tecnologia (FCT-Grant 2022.07462; principal investigator contact information:
cfguerreiro@medicina.ulisboa.pt). SSP acknowledges funding by the European
Union (GlycanTrigger, Grant Agreement N°: 101093997). Views and opinions
expressed are however those of the author(s) only and do not necessar-

ily reflect those of the European Union or the European Research Council
Executive Agency. ASA is supported by a grant from Fundacédo para a Ciéncia
e Tecnologia (2021.02791.CEECIND) and by iMM-CARE. iMM-CARE is funded
by the European Union’s Horizon Europe research and innovation programme
under grant agreement No. 101060102. iMM-CARE is co-funded by the

Page 11 of 13

Portuguese Government, the National Foundation for Science and Technology
(FCT), the Francisco Manuel dos Santos Society Group (ARICA — Investimentos,
Participagoes e Gestdo and Jeronimo Martins), the Gulbenkian Institute for
Molecular Medicine and CAML—Lisbon Academic Medical Centre.

Data availability
No datasets were generated or analysed during the current study.

Declarations

Ethics approval and consent to participate

This trial was approved by the ethics committee of Lisbon Academic Medical
Centre, CAML (Ref. N°114/22). The ethical norms and standard conduct rules
specified in the Helsinki Declaration as modified and its later amendments,
or comparable ethical standards, will be followed and respected. Participants
sign a written informed consent form before any study procedures. All bio-
logic samples will be coded and stored at the Biobank-GIMM, ensuring their
safety and protection. Biobank-GIMM was approved by the ethics committee
of CAML and by the National Data Protection Board [79].

Consent for publication
Not applicable.

Competing interests
The authors declare no competing interests.

Author details

'Laboratério de Nutricao, Faculdade de Medicina, Universidade de Lisboa,
Centro Académico de Medicina de Lisboa, Lisbon, Portugal. Faculdade de
Medicina, Universidade de Lisboa, Centro Académico de Medicina de Lisboa,
Lisbon, Portugal. *GIMM - Gulbenkian Institute for Molecular Medicine, Lisbon,
Portugal. *Servico de Reumatologia, ULS Santa Maria, Centro Académico de
Medicina de Lisboa, Lisbon, Portugal. *Instituto de Satide Ambiental, Facul-
dade de Medicina, Universidade de Lisboa, Centro Académico de Medicina
de Lisboa, Lisbon, Portugal. ®Departamento de Alimentacao e Nutricéo,
Instituto Nacional de Satide Doutor Ricardo Jorge, Lisbon, Portugal. ”Clinicum,
Faculty of Medicine, University of Helsinki and Helsinki University Hospital,
Helsinki 00029, Finland. 8Department of Rheumatology, Helsinki University
Hospital and Helsinki University, Helsinki, Finland. “Musculoskeletal Pathology
Group, Institute IDIS, Santiago University Clinical Hospital, 15706 Santiago

de Compostela, Spain. '°Dipartimento di Medicina di Precisione, Universita
Della Campania L. Vanvitelli, Naples, Italy. "' Institute for Research and Innova-
tion in Health (i3s), University of Porto, Porto, Portugal. '?School of Medicine
and Biomedical Sciences (ICBAS), University of Porto, Porto, Portugal. *Faculty
of Medicine, University of Porto, Porto, Portugal. “Pediatric Rheuratology
Unit, ULS Santa Maria, Lisbon, Portugal.

Received: 8 December 2024 Accepted: 6 February 2025
Published online: 07 April 2025

References

1. Smolen JS, Aletaha D, Mclnnes IB. Rheumatoid arthritis. The Lancet.
2016;388(10055):2023-38.

2. Smolen JS, Aletaha D, Barton A, Burmester GR, Emery P, Firestein GS, et al.
Rheumatoid arthritis. Nat Rev Dis Primers. 2018;4(18001).

3. Philippou E, Nikiphorou E. Are we really what we eat? Nutrition and its role
in the onset of rheumatoid arthritis. Autoimmun Rev. 2018;17(11):1074-7.

4. Sadeghpour Heravi F. Gut Microbiota and Autoimmune Diseases: Mecha-
nisms, Treatment, Challenges, and Future Recommendations. Curr Clin
Microbiol Reports. 2024;11:18-33 Springer Science and Business Media
Deutschland GmbH.

5. Mousa WK, Chehadeh F, Husband S. Microbial dysbiosis in the gut drives
systemic autoimmune diseases. Frontiers in Immunology. Frontiers Media
S.A.2022;13: 906258

6. Dourado E, Ferro M, Guerreiro CS, Fonseca JE. Diet as a modulator of
intestinal microbiota in rheumatoid arthritis. Nutrients. 2020;12(11):3504.


https://doi.org/10.1186/s12937-025-01089-6
https://doi.org/10.1186/s12937-025-01089-6

Charneca et al. Nutrition Journal

20.

21.

22.

23.

24.

25.

26.

27.

(2025) 24:52

Guerreiro CS, Calado A, Sousa J, Fonseca JE. Diet, microbiota, and gut
permeability-the unknown triad in rheumatoid arthritis. Front Med (Laus-
anne). 2018;5(349).

Fuke N, Nagata N, Suganuma H, Ota T. Regulation of gut microbiota and
metabolic endotoxemia with dietary factors. Nutrients. 2019;11(10): 2277.
Van De Wiele T, Van Praet JT, Marzorati M, Drennan MB, Elewaut D.

How the microbiota shapes rheumatic diseases. Nat Rev Rheumatol.
2016;12(7):398-411. Available from: https://doi.org/10.1038/nrrheum.
2016.85.

Audo R, Sanchez P, Riviére B, Mielle J, Tan J, Lukas C, et al. Rheumatoid
arthritis is associated with increased gut permeability and bacterial
translocation that are reversed by inflammation control. Rheumatology
(United Kingdom). 2023;62(3):1264-71.

. Chen J, Wright K, Davis JM, Jeraldo P, Marietta EV, Murray J, et al. An

expansion of rare lineage intestinal microbes characterizes rheumatoid
arthritis. Genome Med. 2016;8(1):43.

Wang Y, Wei J, Zhang W, Doherty M, Zhang Y, Xie H, et al. Gut dysbiosis in
rheumatic diseases: A systematic review and meta-analysis of 92 observa-
tional studies. 2022; Available from: https://doi.org/10.1016/j.

Nova E, Gomez-Martinez S, Gonzélez-Soltero R. The Influence of Dietary
Factors on the Gut Microbiota. Microorganisms. 2022;10(7):1368.
Abdollahi-Roodsaz S, Abramson SB, Scher JU. The metabolic role of the
gut microbiota in health and rheumatic disease: Mechanisms and inter-
ventions. Nat Rev Rheumatol. 2016;12(8):446-55. Available from: https://
doi.org/10.1038/nrrheum.2016.68.

Jin Q, Black A, Kales SN, Vattem D, Ruiz-Canela M, Sotos-Prieto M. Metabo-
lomics and microbiomes as potential tools to evaluate the effects of the
mediterranean diet. Nutrients. 2019;11(1):1-27.

Diamanti AP, Panebianco C, Salerno G, Di Rosa R, Salemi S, Sorgi ML,

et al. Impact of mediterranean diet on disease activity and gut micro-
biota composition of rheumatoid arthritis patients. Microorganisms.
2020;8(12):1989.

Charneca S, Ferro M, Vasques J, Carolino E, Martins-Martinho J, Duarte-
Monteiro AM, et al. The Mediterranean diet, and not dietary inflammatory
index, is associated with rheumatoid arthritis disease activity, the impact
of disease and functional disability. Eur J Nutr. 2023;62(7):2827-39. Avail-
able from: https://doi.org/10.1007/500394-023-03196-8.

TongY, Zheng L, Qing P, Zhao H, LiY, Su L, et al. Oral Microbiota Perturba-
tions Are Linked to High Risk for Rheumatoid Arthritis. Front Cell Infect
Microbiol. 2020;9:475.

Zhang X, Zhang D, Jia H, Feng Q, Wang D, Liang D, et al. The oral and gut
microbiomes are perturbed in rheumatoid arthritis and partly normalized
after treatment. Nat Med. 2015;21(8):895-905.

Cheng Z, Meade J, Mankia K, Emery P, Devine DA. Periodontal disease and
periodontal bacteria as triggers for rheumatoid arthritis. Best Practice and
Research: Clinical Rheumatology. Bailliere Tindall Ltd; 2017;31:19-30.
Wegner N, Lundberg K, Kinloch A, Fisher B, Malmstrom V, Feldmann M,

et al. Autoimmunity to specific citrullinated proteins gives the first clues
to the etiology of rheumatoid arthritis. Immunol Rev. 2010;233(1):34-54.
Gaifem J, Rodrigues CS, Petralia F, Alves |, Leite-Gomes E, Cavadas B, et al.
A unique serum IgG glycosylation signature predicts development of
Crohn's disease and is associated with pathogenic antibodies to man-
nose glycan. Nat Immunol. 2024;25(9):1692-703.

Aletaha D, Neogi T, Silman AJ, Funovits J, Felson DT, Bingham CO, et al.
2010 Rheumatoid arthritis classification criteria: An American College

of Rheumatology/European League Against Rheumatism collaborative
initiative. Arthritis Rheum. 2010;62(9):2569-81.

Swanson KS, Gibson GR, Hutkins R, Reimer RA, Reid G, Verbeke K, et al.
The International Scientific Association for Probiotics and Prebiotics
(ISAPP) consensus statement on the definition and scope of synbiotics.
Nat Rev Gastroenterol Hepatol. 2020;17(11):687-701. Available from:
https://doi.org/10.1038/541575-020-0344-2.

European Food Safety Authority. Dietary Reference Values for nutrients
Summary report. EFSA Supporting Publications. 2017;

Barbosa C, Pimenta P, Real H. Roda da Alimentacdo Mediterranica e
Piramide da Dieta Mediterranica: comparacdo entre os dois guias alimen-
tares. Acta Portuguesa de Nutri¢do. 2017;11:6-14.

Programa Nacional para a Promogao da Alimentagdo Saudavel. Acon-
selhamento breve para a alimentacao saudavel nos cuidados de salde
primarios: modelo de intervencdo e ferramentas 2020. Dire¢ao-Geral da
Saude, editor. Lisboa; 2020.

28.

29.

30.

31

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45.

46.

47.

48.

Page 12 of 13

Afonso L, Moreira T, Oliveira A. Indices de adesdo ao padrao alimentar
mediterranico — a base metodologica para estudar a sua relagdo com a
saude. Factores de Risco. 2014;

Ferndndez-Ballart JD, Pifiol JL, Zazpe |, Corella D, Carrasco P, Toledo E,

et al. Relative validity of a semi-quantitative food-frequency ques-
tionnaire in an elderly Mediterranean population of Spain. Br J Nutr.
2010;103(12):1808-16.

Martinez-Gonzalez MA, Garcia-Arellano A, Toledo E, Salas-Salvadé J, Buil-
Cosiales P, Corella D, et al. A 14-item mediterranean diet assessment tool
and obesity indexes among high-risk subjects: The PREDIMED trial. PLoS
ONE. 2012;7(8): e43134.

van Riel PLCM, Renskers L. The Disease Activity Score (DAS) and the
Disease Activity Score using 28 joint counts (DAS28) in the management
of rheumatoid arthritis. Clin Exp Rheumatol. 2016;34(5 Suppl 101):540-4.
England BR, Tiong BK, Bergman MJ, Curtis JR, Kazi S, Mikuls TR, et al. 2019
Update of the American College of Rheumatology Recommended Rheu-
matoid Arthritis Disease Activity Measures. Arthritis Care Res (Hoboken).
2019;71(12):1540-55.

D’Agostino MA, Terslev L, Aegerter P, Backhaus M, Balint P, Bruyn GA, et al.
Scoring ultrasound synovitis in rheumatoid arthritis: A EULAR-OMERACT
ultrasound taskforce - Part 1: Definition and development of a standard-
ised, consensus-based scoring system. RMD Open. 2017;3(1):1-9.

Terslev L, Naredo E, Aegerter P, Wakefield RJ, Backhaus M, Balint P, et al.
Scoring ultrasound synovitis in rheumatoid arthritis: A EULAR-OMERACT
ultrasound taskforce-Part 2: Reliability and application to multiple joints
of a standardised consensus-based scoring system. RMD Open. 2017;3(1).
Méller I, Janta I, Backhaus M, Ohrndorf S, Bong DA, Martinoli C, et al. The
2017 EULAR standardised procedures for ultrasound imaging in rheuma-
tology. Ann Rheum Dis. 2017,76(12):1974-9.

Wakefield RJ, Gibbon WW, Conaghan PG, O'Connor P, McGonagle D,
Pease C, et al. The value of sonography in the detection of bone erosions
in patients with rheumatoid arthritis: A comparison with conventional
radiography. Arthritis Rheum. 2000;43(12):2762-70.

Ohrndorf S, Messerschmidt J, Reiche BE, Burmester GR, Backhaus M.
Evaluation of a new erosion score by musculoskeletal ultrasound in
patients with rheumatoid arthritis: Is US ready for a new erosion score?
Clin Rheumatol. 2014;33(9):1255-62.

Bruce B, Fries JF. The Health Assessment Questionnaire (HAQ). Clin Exp
Rheumatol. 2005;23(5 Suppl 39):514-8.

Ware JE Jr, Sherbourne CD. The MOS 36-item short-form health survey
(SF-36). I. Conceptual framework and item selection. Medical Care.
1992;30:473-83.

Wolfe F. Comparative usefulness of C-reactive protein and erythrocyte
sedimentation rate in patients with rheumatoid arthritis. J Rheumatol.
1997Aug;24(8):1477-85.

Smathers RL, Petersen DR. The human fatty acid-binding protein family:
Evolutionary divergences and functions. Available from: www.ncbi.nim.
nih.gov/.

Matei DE, Menon M, Alber DG, Smith AM, Nedjat-Shokouhi B, Fasano

A et al. Intestinal barrier dysfunction plays an integral role in arthritis
pathology and can be targeted to ameliorate disease. Med. 2021Jul
9;2(7):864-883.€9.

Schumann RR. Old and new findings on lipopolysaccharide-binding
protein: A soluble pattern-recognition molecule. In: Biochemical Society
Transactions. 2011,989-93.

Wen W, LiY, Cheng Y, He J, Jia R, Li C, et al. Lipopolysaccharide-binding
protein is a sensitive disease activity biomarker for rheumatoid arthritis.
Clin Exp Rheumatol. 2018;36(2):233-40.

Ichise Y, Saegusa J, Tanaka-Natsui S, Naka |, Hayashi S, Kuroda R, et al. Solu-
ble CD14 Induces Pro-inflammatory Cytokines in Rheumatoid Arthritis
Fibroblast-Like Synovial Cells via Toll-Like Receptor 4. Cells. 2020;9(7):1689.
Koh JH, Lee S, Kim HS, Lee K, Lee CS, Yoo SA, et al. Development of moni-
toring system for assessing rheumatoid arthritis within 5 minutes using a
drop of bio-fluids. J Clin Med. 2020;9(11):1-17.

Fasano A. Zonulin and Its Regulation of Intestinal Barrier Function: The
Biological Door to Inflammation, Autoimmunity, and Cancer. 2011; Avail-
able from: www.prv.org.

Tajik N, Frech M, Schulz O, Schalter F, Lucas S, Azizov V, et al. Targeting
zonulin and intestinal epithelial barrier function to prevent onset of
arthritis. Nat Commun. 2020;11(1):1995.


https://doi.org/10.1038/nrrheum.2016.85
https://doi.org/10.1038/nrrheum.2016.85
https://doi.org/10.1016/j
https://doi.org/10.1038/nrrheum.2016.68
https://doi.org/10.1038/nrrheum.2016.68
https://doi.org/10.1007/s00394-023-03196-8
https://doi.org/10.1038/s41575-020-0344-2
http://www.ncbi.nlm.nih.gov/
http://www.ncbi.nlm.nih.gov/
http://www.prv.org

Charneca et al. Nutrition Journal

49.

50.

51

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

(2025) 24:52

Vici¢ V, Pandel Mikus R, Ferjancic B. Review of history and mechanisms
of action of lactulose (4-O-B-D-Galactopyranosyl-B-D-fructofuranose):
present and future applications in food. Journal of Food Science and
Technology. Springer; 2024.

Chen M, Zhang W, Wu H, Guang C, Mu W. Mannitol: physiological
functionalities, determination methods, biotechnological production,
and applications. Appl Microbiol Biotechnol. 2020;104:6941-51. Available
from: https://doi.org/10.1007/500253-020-10757-y.

Monash University. www.monashfodmap.com/. Monash University
FODMAP Diet App.

Parantainen J, Barreto G, Koivuniemi R, Kautiainen H, Nordstrém D, Moil-
anen E, et al. The biological activity of serum bacterial lipopolysaccharides
associates with disease activity and likelihood of achieving remission in
patients with rheumatoid arthritis. Arthritis Res Ther. 2022;24(1):1-10.
Available from: https://doi.org/10.1186/513075-022-02946-z.

Park YJ, Chung MK, Hwang D, Kim WU. Proteomics in Rheumatoid Arthri-
tis Research. Immune Netw. 2015;15(4):177.

Couselo-Seijas M, Lopez-Canoa JN, Agra-Bermejo RM, Diaz-Rodriguez E,
Fernandez AL, Martinez-Cereijo JM, et al. Cholinergic activity regulates
the secretome of epicardial adipose tissue: Association with atrial fibrilla-
tion. J Cell Physiol. 2019;234:10512-22.

Shilov IV, Seymourt SL, Patel AA, Loboda A, Tang WH, Keating SP, et al. The
paragon algorithm, a next generation search engine that uses sequence
temperature values sequence temperature values and feature probabili-
ties to identify peptides from tandem mass spectra. Mol Cell Proteomics.
2007;6:1638-55.

Brandl C, Bucci L, Schett G, Zaiss MM. Crossing the barriers: Revisiting the
gut feeling in rheumatoid arthritis. European Journal of Immunology.
John Wiley and Sons Inc; 2021;51:798-810.

Ghosh S, Whitley CS, Haribabu B, Jala VR. Regulation of Intestinal Barrier
Function by Microbial Metabolites. CMGH. Elsevier Inc; 2021;11:1463-82.
Kinashi Y, Hase K. Partners in Leaky Gut Syndrome: Intestinal Dysbiosis
and Autoimmunity. Frontiers in Immunology. Frontiers Media S.A;
2021;12:673708.

DiVincenzo F, Del Gaudio A, Petito V, Lopetuso LR, Scaldaferri F. Gut
microbiota, intestinal permeability, and systemic inflammation: a nar-
rative review. Internal and Emergency Medicine. Springer Science and
Business Media Deutschland GmbH; 2024;19:275-93.

Meslier V, Laiola M, Roager HM, De Filippis F, Roume H, Quinquis B, et al.
Mediterranean diet intervention in overweight and obese subjects low-
ers plasma cholesterol and causes changes in the gut microbiome and
metabolome independently of energy intake. Gut. 2020;69(7):1258-68.
Ghosh TS, Rampelli S, Jeffery IB, Santoro A, Neto M, Capri M, et al. Medi-
terranean diet intervention alters the gut microbiome in older people
reducing frailty and improving health status: The NU-AGE 1-year dietary
intervention across five European countries. Gut. 2020;,69(7):1218-28.
Rinott E, Meir AY, Tsaban G, Zelicha H, Kaplan A, Knights D, et al. The
effects of the Green-Mediterranean diet on cardiometabolic health are
linked to gut microbiome modifications: a randomized controlled trial.
Genome Med. 2022;14(1):29.

Ferro M, Charneca S, Dourado E, Sousa Guerreiro C, Fonseca JE. Probiotic
supplementation for rheumatoid arthritis: a promising adjuvant therapy
in the gut microbiome era. Front Pharmacol. 2021;12: 711788.

Godny L, Reshef L, Sharar Fischler T, Elial-Fatal S, Pfeffer-Gik T, Raykhel

B, et al. Increasing adherence to the Mediterranean diet and lifestyle

is associated with reduced fecal calprotectin and intra-individual
changes in microbial composition of healthy subjects. Gut Microbes.
2022;14(1):2120749.

Quetglas-Llabrés MM, Monserrat-Mesquida M, Bouzas C, Llompart |,
Mateos D, Casares M, et al. Mediterranean Diet Improves Plasma Biomark-
ers Related to Oxidative Stress and Inflammatory Process in Patients with
Non-Alcoholic Fatty Liver Disease. Antioxidants. 2023;12(4):833.

Forsyth C, Kouvari M, D'Cunha NM, Georgousopoulou EN, Panagiotakos
DB, Mellor DD, et al. The effects of the Mediterranean diet on rheuma-
toid arthritis prevention and treatment: a systematic review of human
prospective studies. Rheumatol Int Springer Verlag. 2018;38:737-47.

Chu XJ, Cao NW, Zhou HY, Meng X, Guo B, Zhang HY, et al. The oral

and gut microbiome in rheumatoid arthritis patients: A systematic
review. Rheumatology (United Kingdom). Oxford University Press;
2021;60:1054-66.

68.

69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

Page 13 of 13

Kato I, Vasquez A, Moyerbrailean G, Land S, Djuric Z, Sun J, et al. Nutri-
tional Correlates of Human Oral Microbiome. J Am Coll Nutr. 2017Feb
17,36(2):88-98.

Angarita-Diaz M del P, Fong C, Bedoya-Correa CM, Cabrera-Arango CL.
Does high sugar intake really alter the oral microbiota?: A systematic
review. Vol. 8, Clinical and Experimental Dental Research. John Wiley and
Sons Inc; 2022;1376-90.

Laiola M, De Filippis F, Vitaglione P, Ercolini D. A Mediterranean Diet Inter-
vention Reduces the Levels of Salivary Periodontopathogenic Bacteria in
Overweight and Obese Subjects. 2020; Available from: https://doi.org/10.
1128/AEM.

Oliviero F, Spinella P, Fiocco U, Ramonda R, Sfriso P, Punzi L. How the
Mediterranean diet and some of its components modulate inflammatory
pathways in arthritis. Swiss Med Wkly. 2015;145:w14190.

Holscher HD. Dietary fiber and prebiotics and the gastrointestinal micro-
biota. Gut Microbes. 2017;8(2):172-84. Available from: https://doi.org/10.
1080/19490976.2017.1290756.

Lewis K, Lutgendorff F, PhanV, Séderholm JD, Sherman PM, McKay DM.
Enhanced translocation of bacteria across metabolically stressed epithe-
lia is reduced by butyrate. Inflamm Bowel Dis. 2010;16(7):1138-48.
Martinsson K, Durholz K, Schett G, Zaiss MM, Kastbom A. Higher serum
levels of short-chain fatty acids are associated with non-progression to
arthritis in individuals at increased risk of RA. Ann Rheum Dis [Internet].
2022;81(3):445-7. Available from: https://ard.omj.com/lookup/doi/10.
1136/annrheumdis-2021-221386.

Lin L, Zhang K, Xiong Q, Zhang J, Cai B, Huang Z, et al. Gut microbiota

in pre-clinical rheumatoid arthritis: From pathogenesis to preventing
progression. J Autoimmun. 2023;103001.

La Puma J. What Is Culinary Medicine and What Does It Do? Popul Health
Manag. 2016;19(1):1-3.

Cao, Liu H,Qin N, Ren X, Zhu B, Xia X. Impact of food additives on the
composition and function of gut microbiota: A review. Trends in Food
Science and Technology. Elsevier Ltd; 2020,99:295-310.

Yang L, Bajinka O, Jarju PO, Tan Y, Taal AM, Ozdemir G. The varying effects
of antibiotics on gut microbiota, vol. 11. Springer Science and Business
Media Deutschland GmbH: AMB Express; 2021.

Fonseca JE. Biobanco-IMM, Lisbon Academic Medical Centre: a case
study. Acta Med Port. 2013;26(4):312-4.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


https://doi.org/10.1007/s00253-020-10757-y
http://www.monashfodmap.com/
https://doi.org/10.1186/s13075-022-02946-z
https://doi.org/10.1128/AEM
https://doi.org/10.1128/AEM
https://doi.org/10.1080/19490976.2017.1290756
https://doi.org/10.1080/19490976.2017.1290756
https://ard.bmj.com/lookup/doi/10.1136/annrheumdis-2021-221386
https://ard.bmj.com/lookup/doi/10.1136/annrheumdis-2021-221386

	TASTY trial: protocol for a study on the triad of nutrition, intestinal microbiota and rheumatoid arthritis
	Abstract 
	Background 
	Methods 
	Discussion 
	Trial registration 

	Introduction
	Methods
	Study design, setting and aims
	Primary endpoint
	Secondary endpoints

	Recruitment and eligibility criteria
	Interventions and comparators
	MedDiet + group
	Control group

	Data collection
	Sociodemographic and lifestyle data
	Nutritional assessment
	Clinical outcome measures
	Oral and Intestinal Microbiota
	Lipid profile, inflammation and intestinal permeability biomarkers
	Intestinal permeability: lactulosemannitol test
	Endotoxemia: LPS biological activity
	Proteomics
	Serum Glycome characterisation
	Data management and statistical analysis


	Discussion
	Conclusion
	Acknowledgements
	References


